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had shorter survival when compared to pa  ents with GPX1*C/C or *C/T genotype (71 vs 90 months; p=0.021). SOD2 
gene polymorphism showed no diff erence in survival across all inves  gated groups. Conclusions: Nrf2 (rs6721961) 
and GPX1 (rs1050450) gene polymorphisms can be poten  al predictor factors in certain PC pa  ents’ subgroups.
Keywords:glutathione peroxidase 1, prostate cancer, regulatory an  oxidant protein nuclear factor erythroid 2-related 
factor 2, single nucleo  de polymorphism, superoxide dismutase 2

 Expression of long non-coding RNA HOTAIR in rectal cancer as a poten  al predictor of response to 
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Background: Pa  ents with locally advanced rectal cancer are mainly treated with chemoradiotherapy (CRT) before 
surgery. Less than 20% of pa  ents respond completely to neoadjuvant CRT. To avoid unnecessary treatment, biomarkers 
are being sought to iden  fy pa  ents with rectal cancer who do not respond to therapy. The HOX Transcript An  sense 
Intergenic RNA (HOTAIR) is a long non-coding trans-ac  ng RNA molecule that is frequently deregulated in cancers of 
the diges  ve tract and plays a role in chemoresistance. The aim of this study was to inves  gate HOTAIR as a poten  al 
biomarker for predic  ng treatment response in pa  ents with rectal cancer. Methods: The study group consisted of 14 
pa  ents with rectal cancer treated with neoadjuvant CRT. RNA was isolated with TRIzol reagent from samples of rectal 
cancer and non-tumour  ssue before and a  er therapy. The rela  ve expression of HOTAIR, normalized to GAPDH, 
was analyzed by qRT-PCR. Results: There was no diff erence in HOTAIR expression level between rectal cancer samples 
before (0.0017±0.0052) and a  er CRT (0.0019±0.0059), p>0.05. HOTAIR was signifi canty upregulated in non-tumour 
 ssue before (0.0039±0.0119) compared to non-tumour  ssue a  er therapy (0.0002±0.0002), p=0.0085. No diff erences 

in HOTAIR expression were detected between responders and non-responders in rectal cancer  ssue before and a  er 
therapy, or in non-tumor  ssue before and a  er CRT, p>0.05. Conclusion: Long non-coding HOTAIR cannot be used as 
a biomarker of response to therapy in pa  ents with rectal cancer.
Keywords: long non-coding RNA, HOTAIR, rectal cancer, therapy reponse

 Prognos  c poten  al of redox status, SLFN11, and PD-L1 in colorectal cancer pa  ents
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Background: Previous studies revealed that oxida  ve stress, implicated in various diseases, may be an essen  al 
progenitor in carcinogenesis, including colorectal cancer (CRC). Excessive genera  on of free radicals, redox imbalance, 
and consequen  al DNA damage can aff ect intes  nal cell homeostasis and lead to neoplas  c transforma  on. Schlafen 
11 (SLFN11) protein recently emerged as pivotal in DNA damage condi  ons, with predic  ve poten  al for tumor 
response to cytotoxic chemotherapies, par  cularly DNA-damaging agents. Addi  onally, recent discoveries showed 
that the Programmed death ligand 1 (PD-L1) protein can be found on malignant cells, providing an immune evasion 
mechanism exploited by diff erent tumors. Therefore, our study aimed to inves  gate the signifi cance of redox status 
parameters, SLFN11, and PD-L1 proteins as prognos  c biomarkers in pa  ents with CRC. Pa  ents and Methods: In this 
study, we included 130 CRC pa  ents and compared all measured and calculated parameters between pa  ents who 
died and those who survived during the one-year follow-up. We inves  gated the following redox status parameters: 
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