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The hisD gene of E. coli K12 codes for a bifunctional enzyme REFERENCES
L-histidinol dehydrogenase, (EC 1.1.1.23) (1). Its nucleotide 1. Winkler,M.E. (1987) Escherichia coli andSa.nonela t.phimuriwn. Cellular
sequence and predicted amino acid sequence of the gene product, and Molecular Biology, Eds. F.C.Neidhardt, et al., American Society for
derived from an E. coli K12 W3110 strain, was recently Microbiology Press, pp. 395-411.
determined (3). We report the sequence of the hisD gene from 2. Borck,K., Beggs.J.D., Brammar,W.J., Hopkins,A.S. and Murray,N.E.
the other E. coli K12 W3110 strain (DY100 thyA metE deoC (1976) Mol. Gen. Genet. 146, 199-207.

reveals remarkable difference 3. Chiariotti,L., Alifano,P., Carlomagno,M.S. and Bruni,C.B. (1986) Mol. Gen.poUAI) (4). Comparative analysis reveals remarKame alITereneCGenet. 203, 382-388.
between the two sequences including 14 single base-pair 4. Youngs,D.A. and Smith,K.C. (1973) J. Bacteriol. 116, 175-182.
differences of no coding significance, and 5 single base-pair
differences which change codons of 5 amino acids (Figure 1).
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I ATO AGC TIT AAC ACA ATC ATT GAC TOO AAT AOC TOT ACT OCOOTO CAA CAA COC CAG CTM TTA ATO CGC
2 OAO
3 Val4 01lu
I CCo GCO ATr TCC 0CC TCT OAA AOC AIT ACC COC ACT a[T AAC OAT ATT CTC GAT AAC OUT AAA OCA CGC
I GGC GAT GAG GCC CTG COO GAA TAC A0C OCO MG TIT OAT AAA ACC ACO CTr ACC OCO CrO AAG GTG TCT

I OCA GAG GAG ATC 0CC 0CC 0CC AGC GAA CGC CTO AOC OAC OAGCTA AAA CAGGCG ATG OCG GTG GCA GTA
1 AAG MT ATT GAA ACC TTC CAC ACT OCO CAA AAA CTG CCGCCGGTA GAT OTA CAA ACG CAG CCA GOC OTG
1 COT TOC CAG CAG OTC ACO COT CCC OTA OCT TCA OTF 000 TrO TAT AUT CCT OOC GOC TCC 0CC CCG CTC
I TTC TCA ACO OTA TTA ATO CTG OCC ACT CCO0CC COT ATT OCOOGC TOT AAA AAA 00 GMT CTM TGC TCA
2 AOT OCC
3 Arg- Ser Val- Ala
I CCC CCO CCO ATT 0CC OAT GAO ATC CTT TAT OCC OCC CAG CTO TOC GOT OTM CAG CAC OTC TTC AAC OTC
2 1TI
3 Phe
1 OoC ooC GCA CAC OCC AUT 0cc ocA cTo cG TIT GOT ACO M TCC GTO CCA AAA OTO OAC AMA ATCWTC
2 1Cr
3 Sr
1 G00 CCG GOT AAC GCC TIT OTC ACC GAA 0CO AAA COT CAG OTG A0C CAC COT CTr GAC OGT GCG GCO ATC
I GAT ATO CCC GCA G0C CCO TCOMOAA TO CT OTO ATUOCTT OACA0C 0OC OCA ACO CCG GAT TTC OTC OCT
2 OCT
3 Ala
1 TCT GAT TG CTC TCT CAG GCT GAA CAC GOC CCC OAC TCA CAGOTO AUT UTA CTM ACG CCC GCT OCT GAT
1 ATG GCG COT C0C OlTT 0CC GAG0CC OTC GAA CCC CM CTr OCCAA CYC3 CCOCOT 0CC GM ACC GCC CGC
2 OCA
3 Ala
1 CAG OCA CTO MC OCC ACC CGC CTM ATC OTC ACT AAA OAT TCA OCOCAC TOC OTO CAC ATC TCT MT CAG
2 UTA TCC AAC
3 Ser- Ls Ser Asn
I TAC 0CC CCO GAG CAC CTG ATC AUT CAG ACC COC AAC 0CC COT CAA CTC OTC OAT ACC ATC ACC AOC GCC
1 GOT TCC GTA TIT CTTGOT OAC TOG TCA CCOCAA TCO OCA OGT OAT TAC OCCTCC OtA ACC AAC CAC GTT
2 OGC
3 Oly
I CTA CCO ACT TAC OGT TAC ACC OCC ACC TOT TCC AOC CTC GO CTM OCA GAT UTC CAG MGCGT ATG ACC
2 CGC
3 Arg
I OTA CAG GMCC TCO AAA OAGOG CT TCC 0CC GOT OCT TCA ACC ATA CMACA CTr GCC GCC 0CC GAA
2 CTr GAG
3 Val- LAu Glu
I COT CTG ACC GCC CAT AAA MT GCC GOT ACC TUC COC OTT AAC 0CC CTC AAGOAGCAA OCA TOA
2 COC CAC ACT COT CIT
3 Arg His Thr Arg Leu

Figure 1. Row 1: E.coli K12 W3110 wild type (2,3); Row 2: Ecoli K12 W3110 DY100 (4); Row 3: Relevant amino acids.
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